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determine the “best” separation conditions.

Target INESERd By MS (AP+) [22]
LC/MS  |agilent 1200 binary pump, ALS, DAD, single quad MS [F(’;:jém] i _Nm m’m’ *The algorithms utilize data from across every run of a sample as part of the knowledge base for that sample. For instance, if there are
Method Column Gradient Conditions multiple targets in at least one sample, the algorithm expects to find multiple targets in every sample and will score each run accordingly (10
= it =pyigrymeril e o e e e S"’""";[:;:e::"'* for multiple targets; O for a single target), | | |
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